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sequence  LIfX_ amp  cifX_tox cifX_potency clfX _broad X _structur
TRGPPPTFR/ 0.99999976 000046405  1.81E-09 0.82117707  4.74E-05
RRQAQEVRG 0.9997392  1.94£-05  292£-10 0.00224675  7.65E-06
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KTLAQLSAG\ 099999857 000110101  2.736-10 0.04447917 0.97298425
YLRLIRYMAK 0.99999475 0.00172545  2.89E-10 0.00182426 0.98746395
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Example Simulation Results for Candidate AMPs

sequence  length  secondary stn posres std  mean  binding tims
TRGPPPTFRE 12 coil 3 198589547 7.67367257 98
RROAQEVRC 12 coil 4 158225191 6.06144393 351
IPRPGPIVDP 13 ol 3 194193763 5.75445735 372
RPPEGPPERE 10 coil _ 3 196882889 7.7845953 236
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KTLAQISAGY 14 helix 3 145600096 7.61818182 177
YLRURYMAK 12 helix 3 127324818 644654882 210
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